
 

 

 

  

 

INTRODUCTION

  AKI’sUbaidur Rahman    

In December 2019, there was cluster of pneumonia cases in China. Inves�ga�ons found 
that it was caused by a previously unknown virus – now named the 2019, novel 
coronavirus.

Keep in mind that this is a new virus, and what is known about the virus now, might be 
change in the future.

Coronaviruses are a large group of viruses. They consist of a core of gene�c material 
surrounded by an envelope with protein spikes. This gives it the appearance of a crown. 
Crown in La�n is called Corona, and that is how these viruses get their name.

There are different types of coronaviruses that cause respiratory and some�mes 
gastrointes�nal symptoms.
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Respiratory disease can range from the common cold to pneumonia and in most people, 
the symptoms tend to be mild. However, there are some types of coronaviruses that can 
cause severe disease. The 3 major types are as follows –

Fig.: Diagrammatic representation of 2019-nCoV or COVID-19
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Two strains of SARS-CoV have caused outbrakes of severe respiratory diseases in humans

1. SARS-CoV-1 caused an outbrake of SARS between 2002 and 2003, 
2. SARS-CoV-2 caused 2019-20 pandemic of COVID-19

In both SARS-CoV and MERS-CoV, bats acted as the natural reservoir, with another 
animal (masked palm civet for SARS-CoV and dromedary camels for MERS-CoV) ac�ng 
as an intermediate host, with humans as terminal hosts. Therefore, on the basis of 
current data, it seems likely that the 2019-nCoV causing the Wuhan outbreak might also 
be ini�ally hosted by bats, and might have been transmi�ed to humans via currently 
believe on Pangolins alongwith some other unknown wild animals sold at the Huanan 
seafood market.

 Viruses of the family Coronaviridae possess a single strand, posi�ve-sense RNA 
genome ranging from 26 to 32 kilobases in length. Coronaviruses have been iden�fied in 
several avian hosts as well as in various mammals, including camels, bats, masked palm 
civets, mice, dogs, and cats.

 Among the several coronaviruses that are pathogenic to humans, most are 
associated with mild clinical symptoms, with two notable excep�ons: severe acute 
respiratory syndrome (SARS) coronavirus (SARS-CoV), a novel Betacoronavirus that 
emerged in Guangdong, southern China, in November, 2002, and resulted in more than 
8000 human infec�ons and 774 deaths in 37 countries during 2002–03; and Middle East 
respiratory syndrome (MERS) coronavirus (MERS-CoV), which was first detected in Saudi 
Arabia in 2012 and was responsible for 2494 laboratory-confirmed cases of infec�on and 
858 fatali�es since September, 2012, including 38 deaths following a single introduc�on 
into South Korea.

 In late December, 2019, several pa�ents with viral pneumonia were found to be 
epidemiologically associated with the Huanan seafood market in Wuhan, in the Hubei 
province of China, where a number of non-aqua�c animals such as birds and rabbits 
were also on sale before the outbreak. A novel, human-infec�ng coronavirus, 
provisionally named 2019 novel corona virus (2019-nCoV), was iden�fied with use of 
next-genera�on sequencing. As of Jan 28, 2020, China has reported more than 5900 
confirmed and more than 9000 suspected cases of 2019-nCoV infec�on across 33 
Chinese provinces or municipali�es, with 106 fatali�es.
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 It ini�ally occurred in a group of people with pneumonia who had been associated 
with a seafood and live animal market, in the city of Wuhan. The disease has since spread 
from those who were sick to others including family members and health care staff. 
There are many cases at present, and the disease has spread within China and also to a 
number of other countries.
 It is known that coronaviruses circulate in a range of animals. Some�mes, these 
viruses can make the jump from animals to humans.  This is called a “spill over” and 
could be due to a range of factors such as muta�ons in the virus or increased contact 
between humans and animals.

How is it transmi�ed? 

 The exact dynamics of how the virus is transmi�ed is yet to be determined. In 
general, respiratory viruses are usually transmi�ed through droplets created when an 
infected person coughs or sneezes or, through something that has been contaminated 
with the virus. People most at risk of infec�on from the novel coronavirus are those in 
close contact with animals such as live animal market workers and those who are caring 
for people infected with the virus such as family members or healthcare workers.

So how does the disease present? 

 Well, from what is known so far, there can be a number of symptoms ranging from 
mild to severe. There can be fever and respiratory symptoms such as cough and 
shortness of breath. 
In more severe cases, there has been pneumonia, kidney failure and death. How can we 
tell whether someone is infected? The infec�on can be diagnosed by a test called PCR, or 
Polymerase Chain Reac�on. This test iden�fies the virus based on its gene�c fingerprint. 
There is currently no specific medica�on for this virus and treatment is suppor�ve care. 
There is currently no vaccine to protect against this virus. Treatment and vaccines are in 
development.

How do we prevent transmission of the virus? 

 There are a number of standard hygiene prac�ses that have been 
recommended to protect against infec�on and further spread. These include: 
Covering your mouth and nose when coughing or sneezing with a medical mask, 
�ssue or flexed elbow; Avoiding close contact with those who are unwell; the 
appropriate use of masks and Personal Protec�ve Equipment (PPE) – especially in a 
health care se�ng; Washing hands regularly with soap and water or alcohol-based 
hand rub.

Ac�ons that can be taken to prevent infec�on from an animal source include: 

 Avoiding unnecessary unprotected contact with animals; washing hands a�er 
contact with animals or animal products and; ensuring that animals products are cooked 
thoroughly before they are consumed.
That's a quick look at this emerging infec�ous disease. Given that this outbreak is 
evolving rapidly, what is known about this virus can change.
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h�ps://www.youtube.com/watch?v=mOV1aBVYKGA 


	Page 1
	Page 2
	Page 3
	Page 4
	Page 5

